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Abstract

Alzheimer’s disease (AD) is characterised by deposition of amyloid-beta (Aβ) protein in 
brain parenchyma as senile plaques (SPs) and in cerebral blood vessel walls as cerebral 
amyloid angiopathy (CAA). Posttranslational modifications in Aβ are known to play an 
important role in Aβ deposition. Tissue transglutaminase (tTG) is a calcium-dependent 
enzyme involved in posttranslational cross-linking of proteins. tTG levels and activity are 
increased in AD brains, and tTG is associated with Aβ deposits and lesion-associated 
astrocytes in post-mortem AD brains. Furthermore, Aβ is a substrate of tTG-catalysed 
cross-linking. To study the role of tTG in Aβ pathology and evaluate the tTG-relevant trans-
lation to AD mice, we investigated whether the distribution of tTG and its activity in two AD 
mouse models, the APPSWE/PS1ΔE9 and APP23 mice, is similar to human AD cases. Using 
immunohistochemistry, we found association of both tTG and in situ active tTG with Aβ 
plaques and vascular Aβ, in early as well as late stages of the Aβ deposition. In addition, 
tTG staining colocalised with Aβ-associated reactive astrocytes. Thus, alike human AD 
cases, tTG was associated with Aβ depositions in these AD models. However, the distribu-
tion pattern and spatial overlay of both tTG and its activity with Aβ pathology was substan-
tially different from human AD cases. Our findings in both AD models provide evidence for 
an early role of tTG in Aβ pathology; the species differences should be taken into account 
when using these models to study the role of tTG in Aβ pathology in AD. 

Keywords: Alzheimer’s disease, tissue transglutaminase, mouse models, amyloid-beta, 
APP23, APPSWE/PS1ΔE9, senile plaques, cerebral amyloid angiopathy.
 

Introduction

Alzheimer’s disease (AD) is characterised by the aggregation of amyloid-β (Aβ) protein in 
brain parenchyma as senile plaques (SPs) and in blood vessel walls as cerebral amyloid 
angiopathy (CAA) [1]. In AD, Aβ shifts from soluble monomers to toxic oligomers and 
eventually forms insoluble mature fibrils [2]. Although it is known that posttranslational 
modifications in Aβ and Aβ chaperones, such as heparan sulphate proteoglycans, apoli-
poprotein E (ApoE), heat shock proteins, proteins of the complement system and transglu-
taminases that co-deposit with Aβ in SPs and CAA, influence Aβ aggregation [3–6], their 
exact role in the underlying mechanisms leading to Aβ accumulation in the brain remains 
largely unknown. 
 The enzyme tissue transglutaminase (tTG) belongs to the family of calcium-de-
pendent transglutaminases (TGs, EC 2.3.2.13), and has a role in signal transduction as 
a GTPase and in cell-matrix interactions by binding to integrins to facilitate cell adhesion 
and migration [7]. In addition, tTG also plays an important role in posttranslational mod-
ifications of proteins via amine incorporation and molecular cross-linking. The latter is 
formed by a γ-glutamyl-ε-lysine bond between a glutamine residue and a lysine residue of 
a peptide [8]. Although tTG is abundantly present in the brain, it is predominantly catalyti-
cally silent under physiological conditions [9, 10]. In AD, the expression and activity of tTG 
is increased compared to controls [9, 11–13] and this correlates with cognitive decline in 
AD patients [13, 14]. In vitro studies demonstrated that Aβ is a substrate for tTG-catalysed 
cross-linking, inducing Aβ oligomerisation and aggregation [6, 15–18]. In previous work 
of our group, we demonstrated that tTG and its cross-links are not only present in both 
classic SPs and CAA in AD cases, but also colocalise with Aβ in diffuse SPs, suggested 
precursors of classic SPs, and early stages of CAA suggesting that tTG may be important 
in the onset of the Aβ cascade and/or early stages in the formation of SPs and CAA. In ad-
dition, tTG was present in reactive astrocytes associated with the above-described lesions 
[10, 19]. 
 At present, knowledge concerning the expression, activity and distribution of tTG 
in AD is derived from post mortem human brain material and cerebrospinal fluid [11, 12, 
14, 20–22]. Although this provides valuable information on the possible role of tTG in Aβ 
pathology, investigating whether tTG might be a potential target to counteract Aβ pathol-
ogy requires suitable animal models that mimic both the distribution and activity of tTG 
in development of Aβ pathology as observed in AD cases. For this purpose we selected 
two well-characterised AD mouse models, i.e. the APPSWE/PS1ΔE9 (APP/PS1) and APP23 
mouse models, as they differ in the age of onset and duration of development of Aβ pa-
thology. The APP/PS1 mice overexpress both the human APP Swedish mutation and the 
human presenilin 1 gene with deletion of exon 9 (PS1ΔE9). This leads to increased Aβ 
cleavage [23] and Aβ plaques and some vascular amyloid are apparent from 4-6 months 
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of age with high plaque burden from 12 months of age onwards [23–25]. Other AD char-
acteristics, such as glial activation [26] and memory deficits, are found in these mice as 
well [25, 27, 28]. In contrast, the APP23 mice demonstrate a later onset and slower pro-
gression of Aβ pathology. APP23 mice overexpress the human APP Swedish mutation and 
are characterised by initial rare Aβ plaques at 6 months of age and vascular amyloid from 
12 months of age [29, 30]. At 24 to 27 months of age, mice show extensive Aβ pathology, 
both Aβ plaques and vascular amyloid, covering a substantial area of the cortex [30, 31]. 
Also other AD hallmarks, such as neuronal loss, glial activation [30] and early cognitive 
deficits [32, 33] are described. Thus, both models provide insight in the development of Aβ 
pathology, albeit with differences in form, onset and development of Aβ pathology and its 
severity. As we were interested in the role of tTG in AD pathology and in particular Aβ ag-
gregation and accumulation, in the present study we investigated whether the distribution 
of tTG and in situ activity in these AD mouse models at different stages of Aβ pathology is 
similar to our observations in human AD cases. For this purpose, we used immunohisto-
chemistry and an in situ tTG activity assay on post-mortem tissue sections.

Materials and methods

Mice
APPSWE/PS1ΔE9 (APP/PS1) mice were generated on a C57Bl/6 background as described 
previously [23]. In short, mice overexpress the human APP695 splice variant contain-
ing the Swedish mutation at position 595/596 as well as the ΔE9 mutation in the human 
presenilin 1 (PS1) gene under the mouse prion promoter [23]. APP23 transgenic mice 
were also generated on a C57Bl/6 background, as described previously [30]. APP23 mice 
overexpress the human APP751 splice variant containing the Swedish double mutation at 
positions 670/671 under the murine modified Thy1.2 promoter [30]. 

Brain tissue
Brains of six 7-months old heterozygous APP/PS1 mice and six age-matched controls 
(all male), as well as six 12-months old APP/PS1 mice (4 male, 2 female) and five age-
matched controls (all male) were used. APP/PS1 mice were sacrificed using cervical dis-
location and brains were directly isolated and snap-frozen in liquid nitrogen. Approval was 
obtained from the animal ethics committee of the VU University.
In addition, brain hemispheres of four 12-months old heterozygous APP23 mice (2 male, 2 
female) and one age-matched control mouse (male) as well as four 24- or 27-months old 
heterozygous APP23 mice and one age-matched control (all male) were kindly provided 
by Prof. Dr. Matthias Jucker, Department of Cellular Neurology, Hertie Institute for Clinical 
Brain Research and German Center for Neurodegenerative Diseases, University of Tübin-
gen, Tübingen, Germany and Dr. Matthias Staufenbiel, Novartis Institutes for Biomedical 

Research, Basel, Switzerland. Mice were transcardially perfused with PBS, brains were 
isolated and snap-frozen in liquid nitrogen. The experimental procedures using mice were 
carried out in accordance with the veterinary office regulations of Baden-Württemberg 
(Germany) and approved by the local Animal Care and Use Committees 

Immunohistochemistry 
Immunohistochemistry for mouse brain tissue was performed as described previously by 
us for human brain tissue [10, 19]. Sagittal sections (6 µm) were fixed with acetone (100%) 
for 10 minutes, or 4% paraformaldehyde for 20 minutes (only used for Iba-1 staining, de-
scribed below). Endogenous peroxidase activity was blocked with 0.3% hydrogen perox-
ide, 0.1% sodium azide in Tris buffered saline (TBS) pH 7.6 for 15 minutes. Subsequently, 
sections were blocked with 3% bovine serum albumin (BSA; PAA Laboratories, Pasching, 
Austria) in TBS with 0.5% TritonX-100 (TBS-T). Primary antibodies (Table 1) were diluted 
in 3% BSA/TBS-T and incubated overnight at 4°C. Negative controls were incubated in 
this solution without the primary antibodies. The secondary antibodies, biotinylated goat 
anti-rabbit or donkey anti-goat (dilution 1:400; Jackson Immunoresearch Laboratories Inc., 
Suffolk, UK) were diluted in 3% BSA/TBS-T and incubated for 2 hours at room tempera-
ture followed by incubation with the avidin-biotin complex (ABC, 1:400 in TBS/T; Vector 
Laboratories Inc., Burlingame, CA, USA) for 1 hour. Between incubation steps, sections 
were extensively washed with TBS. Stainings were visualised with 0.05% 3,3’-diamin-
obenzidine (DAB) with 0.01% hydrogen peroxide in Tris-hydrochloride (Tris-HCl buffer, pH 
7.6). Sections were rinsed with Tris-HCl and tap water, counterstained with haematoxylin 
nuclear dye and washed with tap water. Sections were dehydrated using a series of in-
creasing alcohol dilutions followed by xylene. Sections were coverslipped with Entellan® 
mounting medium (Merck Millipore, Darmstadt, Germany) and examined with an Olympus 
Vanox light microscope (Olympus Microscopy, Hamburg, Germany) or a Leica CTR5000 
light microscope (Leica Microsystems, Rijswijk, the Netherlands).

Double immunofluorescence
Sections were fixed and stained as described above, excluding the endogenous peroxi-
dase blocking step, ABC step and DAB visualisation. Primary antibodies are listed in Table 
1. Secondary antibodies used were donkey anti-goat and donkey anti-rabbit, both coupled 
to either Alexa 488 or Alexa 594, (dilution 1:400, Invitrogen, Camarillo, CA, USA). For 
the detection of β-pleated sheets, sections were incubated with 1% Thioflavin S (ThioS, 
Sigma, St. Louis, Missouri USA) in milliQ for 5 minutes, washed three times with 70% 
ethanol and two times with TBS. Sections were mounted with Vectashield® (Vector lab-
oratories Inc) or PVA-DABCO® mounting medium (Sigma). Between incubation steps, 
sections were washed extensively with TBS. A Leica TCS SP2 AOBS confocal laser scan-
ning microscope (Leica Microsystems) was used to visualise the immunofluorescence. 
To exclude bleed-through of fluorescence emission, a series of images was obtained by 
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sequential scanning of channels through a 40x lens (zoom factor 1x or 2x, resolution 
1024x1024).

Table 1 Primary antibodies 
Antigen Primary antibody Species raised in Dilution Fixation Company
Aβ Human Aβ 

(715800)

Rabbit 1:100 Acetone Invitrogen, Camarillo, 

CA, USA

tTG Guinea pig tTG 

(06471)

Goat 1:4000 Acetone Millipore, Temecula, 

CA, USA

Astrocytes Bovine Glial Fibril-

lary Acidic Protein

Rabbit 1:4000 Acetone DAKO, Glostrup, 

Denmark

Microglia Iba-1 (019-19741) Rabbit 1:500 PFA WAKO Chemicals, 

Richmond, VA, USA

Abbreviations: Aβ = amyloid beta, Iba-1 = Ionized calcium binding adaptor molecule 1, PFA = para-

formaldehyde, tTG = tissue transglutaminase

In situ TG activity 
In situ TG activity detection was performed as described previously [19]. In short, unfixed 
6µm thick tissue sections of APP23, APP/PS1 mice and their age-matched controls were 
pre-incubated for 20 minutes at room temperature in a 100 mM Tris-HCl, pH 7.4, 5mM 
CaCl2, 1 mM dithiothreitol (DTT, Promega, Leiden, The Netherlands) buffer with or with-
out 100 μM of the tTG activity inhibitor Z-DON-Val-Pro-Leu-OMe (Z-DON) [34, 35], pur-
chased from Zedira GmbH, Darmstadt, Germany. Then, incubation was continued for 30 
minutes at 37°C with the same incubation buffer with or without inhibitor to which 50μM of 
the general TG substrate biotinylated 5-(biotinamido)-pentylamine (BAP; Thermo Fisher 
Scientific, Waltham, MA, USA) [36] or 50μM of th specific tTG substrate T26 (Covalab, 
Villeurbanne, France) [37, 38] was added. Thereafter, sections were air dried, fixed for 10 
minutes with 100% acetone, blocked with 3% BSA/TBS-T and subsequently incubated 
with a primary antibody directed against Aβ in 3% BSA/TBS-T at 4°C overnight followed by 
2 hour incubation at room temperature with secondary antibodies donkey anti-rabbit cou-
pled to Alexa 488 to detect Aβ (dilution 1:400) and streptavidin coupled to Alexa 594 to de-
tect BAP or T26 incorporation (dilution 1:400). In case of double staining with ThioS, only 
incubation with streptavidin Alexa 594 was performed after blocking with 3% BSA/TBS-T 
followed by 1% ThioS as described above. Sections were washed with TBS in between 
and after antibody incubation and mounted with Vectashield or PVA-DABCO® mounting 
medium (Sigma).  The Leica TCS SP2 AOBS confocal laser-scanning microscope was 
used to visualise the staining, as described above. 

Semi-quantification of BAP or T26 positive Aβ plaques
In order to quantify the percentage of Aβ plaques positive for BAP or T26 staining, we 
performed double immunofluorescence of either ThioS or the anti-Aβ antibody with either 
BAP or T26. Pictures (zoom 10X) were taken throughout the brain sections of the mice. 
Only well-defined Aβ/ThioS plaques were counted and the percentage of plaques with 
BAP or T26 staining was calculated. Well-defined plaques were defined as plaques with 
a clear demarcated, plaque-like shape (see results and Figure 5). We only quantified the 
12-months old APP/PS1 and the 24/27-months old APP23 mice, as younger mice of both 
models only demonstrated few plaques with high inter-animal variation. A one-way ANOVA 
was performed to test group differences within a mouse model. For this, percentage val-
ues for the APP23 mice were log-transformed to obtain normally distributed values. Differ-
ences between the two mouse models were tested with a non-parametric Kruskal-Wallis 
test, without transformation of the data. 

Statistics
Data are displayed with Graphpad Prism 5 statistical software package and analysed with 
SPSS Statistics 20.0. P-values of ≤0.05 were regarded as statistically significant. 
 

Results

Distribution of Aβ pathology in transgenic mice
In the neocortex of 12-months old APP23 mice, the anti-Aβ antibody demonstrated pres-
ence of few Aβ plaques and Aβ-affected vessels, whereas in older (24- or 27- months old) 
mice the number of Aβ deposits in both plaques (Figure 1a, black arrows) and vessels 
(Figure 1a, white arrow) had increased. In addition to Aβ pathology as observed in the 
cortex of young mice, older mice also demonstrated Aβ pathology in the hippocampus 
and thalamus, which is in line with previous research [30]. In APP/PS1 mice, we found Aβ 
deposits in neocortex and hippocampus of 7-months old mice with an increase in number 
of Aβ plaques in 12-months old mice, whereas only few vessels displayed vascular Aβ 
deposits (not shown), which is in line with earlier findings [24, 25, 28]. In addition, in these 
older APP/PS1 mice a few Aβ plaques and vascular Aβ were present in the cerebellum 
and thalamus as well (not shown). In both mouse models, double immunofluorescence 
of ThioS with the anti-Aβ antibody confirmed the presence of both dense-core β-pleated 
sheet plaques (ThioS positive) and diffuse plaques (anti-Aβ antibody positive and ThioS 
negative), although the Aβ plaques in 12-months old APP23 mice were predominantly  
ThioS positive Aβ depositions [39, 40]. In addition, as described previously [26, 30], gli-
al cells were present surrounding the Aβ plaques and CAA in both mouse models (not 
shown).
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Figure 1 Distribution of the anti-Aβ antibody and anti-tTG antibodies in sagittal whole brain sections 

of C57Bl6/J wild-type and APP23 mice brains. 27-months old APP23 mice demonstrated Aβ plaques 

(a, black arrow) and vascular Aβ (a, white arrow). Anti-tTG antibody immunoreactivity was observed 

in blood vessel walls (b) as well as neurons (b, black arrow) and in glial cells (b, black open arrow) in 

both 27-months old wild-type (b) and 27-months old APP23 mice (not shown). In APP23 mice, addi-

tional tTG antibody immunoreactivity was present in glial cells associated with Aβ plaques (c-e) and 

vascular Aβ (f-h) in 24/27-months old mice. Anti-tTG antibody immunoreactivity was associated with 

the majority of ThioS positive plaques (i-k). Double immunofluorescence of the anti-Iba-1 antibody 

or the anti-GFAP antibody with the anti-tTG antibody demonstrated absence of tTG in Iba-1 positive 

microglia (l-n), whereas tTG immunoreactivity colocalised with GFAP positive astrocytes (o-q). Scale 

bars: a: 20μm, b, f-h, l-q: 15 μm, c-e: 30μm, i-k 60μm. Abbreviations: Aβ = amyloid beta, GFAP = glial 

fibrillary acidic protein, Iba-1 = Ionized calcium binding adaptor molecule 1, ThioS = Thioflavin S, tTG 

= tissue transglutaminasely ThioS positive Aβ depositions [39, 40]. In addition, as described previ-

ously [26, 30], glial cells were present surrounding the Aβ plaques and CAA in both mouse models 

(not shown). 

Association of tTG with Aβ pathology in transgenic mice  
In general, tTG staining in both wild-type (Figure 1b) and transgenic mice was observed 
in both glial cells (Figure 1b, black open arrow) and neurons (Figure 1b, black arrow), and 
throughout the blood vessel walls of all cerebral vessels, i.e. leptomeningeal and paren-
chymal vessels and capillaries (Figure 1b), which is in line with observations in human 
post-mortem brain tissue [9, 10]. No differences in tTG distribution or staining intensity 
were observed between age groups. Additionally, in both APP23 and APP/PS1 mice, an-
ti-tTG antibody immunoreactivity was associated with all Aβ plaques and associated glial 
cells (Figure 1c-e). In addition, tTG staining was also observed in glial cells associated 
with vascular Aβ (Figure 1f-h), although no difference in localisation or staining intensity 
with non-Aβ laden vessels was observed. In APP/PS1 mice, both 7- and 12-months old, 
only little vascular Aβ was present, hampering extensive comparison for tTG staining (not 
shown). Double immunofluorescence of the anti-tTG antibody with ThioS showed associ-
ation of anti-tTG antibody immunoreactivity with all ThioS positive plaques in both APP23 
(Figure 1i-k) and APP/PS1 mice. In APP/PS1 mice only, tTG staining was also present 
in Aβ plaques negative for ThioS and positive for anti-Aβ antibody immunoreactivity (not 
shown). In general, we found a similar distribution pattern of anti-tTG antibody immuno-
reactivity between different age groups. However, a higher number of tTG-positive astro-
cyte-like cells were found in both 12-months old APP/PS1 and 24/27-months old APP23 
mice, likely due to increased Aβ plaque load. Identification of the cellular source of tTG in 
Aβ plaque-associated cells was performed using double immunofluorescence of the astro-
cyte marker glial fibrillary acidic protein (GFAP), or the microglial marker ionized calcium 
binding adaptor molecule 1 (Iba-1) with tTG. In contrast to microglial cells (Figure 1l-n), 
we found extensive colocalisation of tTG staining with GFAP-positive reactive astrocytes 
(Figure 1o-q) associated with Aβ deposits in both mouse models.  

Association of in situ active TG with Aβ pathology in transgenic mice 
In situ endogenous TG activity was analysed by measuring the incorporation of both the TG 
substrates BAP and T26 [37, 38]. BAP and T26 are a primary amine and a glutamine-bear-
ing peptide, respectively, and are thus involved in different steps of the tTG-catalysed 
cross-link reaction [41]. Therefore, we used both BAP and T26 as a control for the speci-
ficity of the in situ tTG activity staining. In general, in both wild-type (Figure 2a, Figure 3a) 
and transgenic mice (Figure 2c, Figure 3c) we observed presence of both BAP (Figure 2) 
and T26 (Figure 3) throughout the vessel walls of both leptomeningeal and parenchymal 
vessels, as well as in capillaries. No difference was observed between different age group 
in BAP or T26 distribution and/or staining intensity. In addition, in both the transgenic lines, 
BAP and T26 staining was also associated with a subset of anti-Aβ antibody positive 
plaques as demonstrated using serial sections (Figure 2b, c and Figure 3b, c, respectively) 
and double immunofluorescence (Figure 2d-f and Figure 3f-h, respectively). In vascular 
Aβ deposits, both BAP (not shown) and T26 (Figure 3d, e) staining was present, although 
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Figure 2 Distribution of in situ TG activity in C57Bl6/J wild-type and APP23 mice. Serial sagittal whole 

brain sections of wild-type and APP23 mice were incubated with the TG substrate BAP or the anti-Aβ 

antibody and visualised using the DAB chromogen. The anti-Aβ antibody demonstrated Aβ plaques in 

27-months old mice (b). BAP staining was found in the cerebral blood vessel walls of both 7-months 

old wild-type (a) and 27-months old APP23 mice (c). In addition, in APP23 mice BAP staining was 

present in Aβ plaque-like structures (c). Double immunofluorescence using the anti-Aβ antibody and 

BAP staining confirmed the presence of TG activity in Aβ plaques in 12-months old mice (d-f) as well 

as in cerebral vessel walls (e, arrow). BAP staining was found in the majority of dense core plaques, 

although it was absent from the cores of these plaques, confirmed by double immunofluorescence of 

ThioS with BAP (g-i). Co-incubation of BAP with the selective tTG inhibitor Z-DON (100 μM) blocked 

the tTG-catalysed incorporation of BAP (j-l). Scale bars: c,d: 36μm, a, d-f, j-l 30μm, g-i 15μm. Abbrevi-

ations: Aβ = amyloid beta, BAP = biotinylated 5-(biotinamido)-pentylamine, ThioS = Thioflavin S, tTG 

= tissue transglutaminase, Z-DON = Z-DON-Val-Pro-Leu-OMe.

Figure 3 Distribution of in situ tTG activity in sagittal whole brain sections in C57Bl6/J wild-type and 

APP23 mice brains. Sagittal serial brain sections of mice were incubated with the specific tTG sub-

strate T26 or the anti-Aβ antibody and visualised using the DAB chromogen. The anti-Aβ antibody 

stained both plaques (b) and vascular Aβ (d) in 27-months old mice. T26 staining was present in 

cerebral blood vessel walls in both 27-months old wild-type (a) and APP23 mice (g, arrow). In addi-

tion, in 27-months old APP23 mice, T26 stained both Aβ plaques (c) and in vascular Aβ (e). Double 

immunofluorescence of the anti-Aβ antibody with T26 staining demonstrated colocalisation of T26 

with Aβ plaques (f-h). T26 staining colocalised with the majority of ThioS positive plaques, although 

T26 staining was absent from the dense cores of these plaques (i-k). Co-incubation of T26 with the 

selective tTG inhibitor Z-DON prevented the tTG-catalysed incorporation of T26 (l-n). Scale bars: a-c: 

20μm, d-n: 30μm. Abbreviations: Aβ = amyloid beta, ThioS = Thioflavin S, tTG = tissue transglutami-

nase, Z-DON = Z-DON-Val-Pro-Leu-OMe.
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Figure 4 Quantification of the percentage of anti-Aβ antibody positive and ThioS positive plaques 

with BAP or T26 staining. Double immunofluorescence was performed with an anti-Aβ antibody or 

ThioS with BAP or T26 resulting in double stainings Aβ/BAP, Aβ/T26, ThioS/BAP and ThioS/T26. Only 

well-defined anti-Aβ antibody positive or ThioS-positive plaques were counted. Well-defined plaques 

are marked with arrows, both for Aβ (a) and ThioS (b) staining, whereas examples of plaques that 

were not taken into quantification are marked with asterisks (a, b). The percentages of anti-Aβ anti-

body positive and ThioS positive plaques positive for BAP or T26 are shown for both APP23 and APP/

PS1 mice (c). Non-parametric Kruskal-Wallis testing demonstrated a significant higher percentage of 

ThioS positive plaques with BAP (77.3±1.9% Mean±SEM) or T26 (73.4±5.2%) staining in APP23 mice 

compared to APP/PS1 mice where BAP and T26 staining were present in 50.5±8.0% or 38.3±8.1% 

of the ThioS positive plaques respectively (p=0.02). In APP23, a trend increase of the percentage of 

Aβ plaques with T26 staining was present compared to APP/PS1 mice (66.1±6.9% versus 35.5±8.0% 

respectively, p=0.06). The increased percentage of Aβ plaques with BAP staining in APP23 mice 

(61.0±6.9%) compared to APP/PS1 mice (45.7±7.8%) did not reach statistical significance (Figure 

8c). Error bar: 300μm. Abbreviations: Aβ = amyloid beta, BAP = biotinylated 5-(biotinamido)-pen-

tylamine ThioS = Thioflavin S, tTG = tissue transglutaminase. * p<0.05, # p <0.1. Mean±SEM is 

displayed.

no difference in staining was found compared to control vessels in both transgenic mouse 
models. In addition, double immunofluorescence of ThioS with BAP or T26 demonstrated 
association of in situ active tTG with vascular Aβ (not shown) and a subset of Aβ plaques 
(Figure 2g-i and Figure 3i-k, respectively), although in the dense cores of these plaques, 
no in situ active tTG was found. In addition, in APP/PS1 mice, we also found BAP and 
T26 staining in ThioS negative, but anti-Aβ antibody positive, Aβ plaques (not shown). 
In 12-months old APP23 mice, however, only a few anti-Aβ antibody or ThioS positive 
plaques were present of which only a subset demonstrated BAP or T26 incorporation (not 
shown). 
To determine tTG-specific incorporation of both BAP and T26 into proteins present in the 
post-mortem tissue, we co-incubated BAP or T26 with the selective irreversible tTG inhib-
itor Z-DON [34, 35]. Co-incubation of Z-DON with BAP or T26 inhibits the incorporation 
of both substrates and resulted in absence of staining (Figure 2j-l and Figure 3l-n respec-
tively). 

Semi-quantification of percentage of BAP and T26 positive plaques
In order to gain more insight into the differences in in situ active tTG staining between 
both mouse models, we quantified the percentage of anti-Aβ antibody positive plaques 
(Figure 5a) and ThioS positive plaques (Figure 5b) that demonstrated BAP or T26 staining 
(Figure 5c). Non-parametric Kruskal-Wallis testing demonstrated a significant higher per-
centage of ThioS positive plaques with BAP (77.3±1.9% Mean±SEM) or T26 (73.4±5.2%) 
staining in APP23 mice compared to APP/PS1 mice where BAP and T26 staining were 
present in 50.5±8.0% or 38.3±8.1% of the ThioS positive plaques, respectively (p=0.02). In 
APP23, an increase in the percentage of Aβ plaques with T26 staining was present com-
pared to APP/PS1 mice (66.1±6.9% versus 35.5±8.0% respectively, p=0.06). In addition, 
although we found an increased percentage of Aβ plaques with BAP staining in APP23 
mice (61.0±6.9%) compared to APP/PS1 mice (45.7±7.8%), the difference did not reach 
statistical significance. In addition, one-way ANOVA test showed no statistical differences 
in tTG activity between the different stainings within each mouse model. 

Discussion

In this study, we describe for the first time the association of tTG with Aβ pathology in 
two different AD mouse models. Interestingly, although the general distribution pattern of 
tTG in mice was similar to our observations in human brain, the association of tTG and 
in situ active tTG with Aβ pathology differed between the mouse models and human AD 
cases. In both mouse models, the anti-tTG antibody and the in situ tTG activity staining 
was associated with Aβ staining but did not overlay spatially with the deposited Aβ, which 
is in contrast to our observations in human AD cases [10, 19]. Furthermore, between both 
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mouse models differences were also observed, as a comparison between the association 
of in situ active tTG with Aβ pathology demonstrated that the majority of ThioS positive 
plaques in APP23 mice showed tTG activity, whereas less activity was present in APP/
PS1 mice plaques. However, in line with our observation in human AD cases, association 
of tTG with Aβ pathology was already observed in early forms of Aβ pathology formation 
i.e. diffuse plaques. Thus, alike the findings in human AD, our data in AD mouse models 
hint towards a role for tTG in Aβ pathology, although the differences in tTG distribution and 
in situ activity between these models and human AD cases indicate that these AD models 
only partly mimic tTG’s role in Aβ pathology in human AD cases. 
 AD mouse models are limited in their translation to human disease, especially 
sporadic AD. All current AD mouse models are generated with mutations in the human APP 
and PSEN genes that drive Aβ production and deposition, whereas only 1% of AD cases 
are linked to mutations. In addition, although AD mouse models show Aβ deposition, the 
chemical properties of these depositions differ significantly. This is for instance illustrated 
by the fact that posttranslational modifications of Aβ, isomerisation and truncations, as well 
as the colocalisation of Aβ chaperones with Aβ deposits in AD, are either lacking in mouse 
models or differ from human AD [42–45]. In this study, we indeed found some differences 
between the presence and in situ activity of tTG in the studied mouse models compared 
to human AD. Using immunohistochemistry with anti-tTG antibodies, tTG colocalised with 
the Aβ deposition in SPs in human AD, whereas in both mouse models, tTG did not colo-
calise with deposited Aβ. This may be a consequence of the rapid development of the Aβ 
pathology in mice compared to human AD, which may not allow enough time for tTG to 
co-deposit in the Aβ plaque. Furthermore, although in human SPs we observed no in situ 
tTG activity (unpublished observations), in both mouse models in situ tTG activity was 
present surrounding the cores of Aβ plaques. These data indicate the presence of tTG 
in deposited Aβ plaques in the mouse models, but the levels or conformation of tTG may 
be too low or unsuitable for anti-tTG antibody detection. In the vascular depositions of 
Aβ, discrepancies between distribution of tTG in human AD cases and AD mouse models 
were also observed. In CAA in human AD, tTG did not colocalise with the Aβ deposition 
per se, but was present in two halos surrounding the Aβ deposition and in situ TG activity 
was increased in CAA [19]. In both AD mice models, however, tTG immunoreactivity and in 
situ activity was present in the vessel walls of all brain vessels regardless of Aβ pathology. 
These data suggest that CAA as found in human AD cases is not or only partly mimicked 
by the vascular Aβ deposits observed in mouse models. Indeed several posttranslational 
modifications of Aβ, such as pyroglutamate-modified Aβ, that affect Aβ aggregation, sta-
bility and toxicity [46–48], are present in CAA of human AD [49] but absent from vascular 
Aβ depositions in APP23 mice [42]. The different composition may affect tTG distribution 
and activity although the exact mechanisms require further research. In conclusion, as-
sociation of tTG and its activity with Aβ pathology in both mouse models in both early and 
late stages of Aβ pathology formation is largely different from human AD, suggesting that 

these mouse models do not fully represent the role of tTG in human AD. However, alike 
human AD [10, 19], in the present study, we found colocalisation of tTG with Aβ deposi-
tion-associated astrocytes in both mouse models. This suggests that tTG has a similar role 
in astrocytes associated with Aβ pathology in these mouse models as in human AD. 
 Pathological conditions such as tissue damage and inflammatory conditions lead 
to an increase in tTG expression [50]. In AD, Aβ deposition results in an inflammatory re-
sponse by activation of glial cells [51]. Previously we observed tTG and its cross-links in 
Aβ-associated reactive astrocytes [10, 19] suggesting that tTG is upregulated by the acti-
vation of these cells [13]. Here, a similar phenomenon was observed, as a strong increase 
of tTG staining in astrocytes associated with Aβ plaques and vascular Aβ deposition in 
both mouse models was demonstrated. At sites of Aβ depositions reactive astrocytes are 
attracted to the injury site to form a protective barrier that prevents the surrounding tissue, 
including neurons, from damage and inflammation [51–53]. Importantly, it was previously 
shown in vitro that tTG is involved in the migration of astrocytes [54]. Thus, Aβ deposition 
may trigger the recruitment of astrocytes via upregulation of tTG. Subsequently, astrocytes 
may secrete tTG into the extracellular space where it can become active and play a role 
in the promotion of tissue repair [55]. However, although in both mouse models and AD 
cases a similar presence and activity of tTG in astrocytes associated with Aβ depositions 
has thus been demonstrated by us, more research is necessary to demonstrate whether 
the tTG in reactive astrocytes in human AD and in these mouse models is directly triggered 
by Aβ or via tissue damage evoked by Aβ deposition.   
 Aβ deposition in human brain parenchyma is suggested to start with deposition 
as diffuse plaques that over time progress into dense-core ‘classic’ plaques [56]. CAA 
development starts with Aβ deposition in the medial layer of the vessel walls which pro-
gresses into all layers of the vessel wall [57]. Previously we demonstrated that tTG stain-
ing is present in these early forms of Aβ deposition, as we observed the presence of tTG 
in diffuse plaques [10] and in early-stage CAA [19]. Similar to our observations in human 
AD cases, in the present study we observed the presence of tTG in astrocytes associated 
with diffuse plaques in APP/PS1 mice. Although not abundantly, astrocytes are present 
surrounding diffuse plaques in human AD [58], thus indicating that astrocyte-derived tTG 
may be upregulated in early Aβ depositions. In addition to the presence of tTG in diffuse 
Aβ pathology, we demonstrated that at ages at which Aβ pathology starts to form (7- and 
12-months old APP/PS1 and APP23 mice, respectively [24, 29], tTG is already associated 
with the Aβ depositions. In APP23 mice, however, tTG staining was absent from diffuse 
plaques. A possible explanation for this discrepancy is that we and others [39, 40] only ob-
served diffuse plaques in older APP23 mice, suggesting that in these mice diffuse plaques 
do not represent an early form of Aβ deposition or are indicative of an alternative Aβ ag-
gregation pathway. Together, these data indicate that tTG might play a role at the onset of 
Aβ deposition. 
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 Although both mouse models demonstrated association of in situ tTG activity with 
Aβ depositions, a clear difference in the levels of association between both models was 
observed. The percentage of plaques associated with tTG activity was significantly higher 
in APP23 mice compared to APP/PS1 mice. An important difference between both mouse 
models is neuronal cell death. In the APP/PS1 mouse model, neuronal cell death is not 
observed [59], whereas it is present in the hippocampus of APP23 mice [39]. Interestingly, 
elevated tTG levels and activity are associated with increased cell death [60]. tTG may 
promote apoptosis pathways and is involved in stabilising dying cells by cross-linking of 
intracellular components to inhibit leakage and prevent scarring and inflammation [61]. 
In addition, cell death is accompanied by an inflammatory response [62] that may also 
increase tTG levels and activity [50]. Thus, the observed increase in overall tTG activity 
associated with Aβ pathology in APP23 compared to the APP/PS1 mice might be caused 
directly and/or indirectly by neuronal cell death found in these mice. 
 In conclusion, alike our previous observation in human AD cases, we demon-
strated the association of both tTG protein as well as enzyme activity with Aβ pathology 
in two well-known AD mouse models. In addition, we confirm our immunohistochemical 
findings in human post-mortem AD tissue that tTG is already associated with these Aβ 
lesions in early stages of their development. However, the exact distribution of both tTG 
enzyme and its in situ activity differs substantially between AD mouse models and human 
AD cases. Therefore, the above-described species differences should be taken into ac-
count when using these models to unravel the exact role of tTG in Aβ pathology. 

Acknowledgements
This work was supported by a grant of the Neuroscience Campus Amsterdam, Proof-of-
Concept fund to MMMW, BD and ABS. 

Conflict of interest
The authors declare that they have no conflict of interest.

References
1.  Selkoe D (1994) Cell biology of the amyloid beta-protein precursor and the mechanism of 

Alzheimer’s disease. Annu Rev Cell Biol 10:373–403
2.  Walsh D, Hartley D, Kusumoto Y (1999) Amyloid β-protein fibrillogenesis. Structure and biologi-

cal activity of protofibrillar intermediates. J Biol Chem 274:25945–25952
3.  Wilhelmus MMM, Waal RMW, Verbeek MM (2007) Heat Shock Proteins and Amateur Chap-

erones in Amyloid-Beta Accumulation and Clearance in Alzheimer’s Disease. Mol Neurobiol 
35:203–216

4.  Van Horssen J, Wesseling P, van den Heuvel LPWJ, de Waal RMW, Verbeek MM (2003) Hepa-
ran sulphate proteoglycans in Alzheimer’s disease and amyloid-related disorders. Lancet Neurol 
2:482–92

5.  Verbeek MM, Otte-Höller I, Veerhuis R, Ruiter DJ, De Waal RM (1998) Distribution of A be-
ta-associated proteins in cerebrovascular amyloid of Alzheimer’s disease. Acta Neuropathol 
96:628–36

6.  Hartley DM, Zhao C, Speier AC, Woodard G a, Li S, Li Z, Walz T (2008) Transglutaminase 
induces protofibril-like amyloid beta-protein assemblies that are protease-resistant and inhibit 
long-term potentiation. J Biol Chem 283:16790–800

7.  Fesus L, Piacentini M (2002) Transglutaminase 2: an enigmatic enzyme with diverse functions. 
Trends Biochem Sci 27:534–539

8.  Lorand L, Graham RM (2003) Transglutaminases: crosslinking enzymes with pleiotropic func-
tions. Nat Rev Mol Cell Biol 4:140–56

9.  Kim S, Grant P, Lee J (1999) Differential expression of multiple transglutaminases in human 
brain. J Biol Chem 274:30715–30721

10.  Wilhelmus MMM, Grunberg SCS, Bol JGJM, van Dam A-M, Hoozemans JJM, Rozemuller AJM, 
Drukarch B (2009) Transglutaminases and transglutaminase-catalyzed cross-links colocalize 
with the pathological lesions in Alzheimer’s disease brain. Brain Pathol 19:612–22

11.  Appelt DM, Kopen GC, Boyne LJ, Balin BJ (1996) Localization of transglutaminase in hip-
pocampal neurons: implications for Alzheimer’s disease. J Histochem Cytochem 44:1421–1427

12.  Johnson GV., Cox TM, Lockhart JP, Zinnerman MD, Miller ML, Powers RE (1997) Transglutami-
nase activity is increased in Alzheimer’s disease brain. Brain Res 751:323–329

13.  Wang D, Dickson D, Malter J (2008) Tissue transglutaminase, protein cross-linking and Alzheim-
er’s disease: review and views. Int J Clin Exp Pathol 1:5–18

14.  Sárvári M, Fésüs L, Nemes Z (2002) Transglutaminase-mediated crosslinking of neural proteins 
in Alzheimer’s disease and other primary dementias. Drug Dev Res 56:458–472

15.  Dudek SM, Johnson G V (1994) Transglutaminase facilitates the formation of polymers of the 
beta-amyloid peptide. Brain Res 651:129–33

16.  Ikura K, Takahata K, Sasaki R (1993) Cross-linking of a synthetic partial-length (1-28) peptide of 
the Alzheimer beta/A4 amyloid protein by transglutaminase. FEBS Lett 326:109–11

17.  Rasmussen LK, Sørensen ES, Petersen TE, Gliemann J, Jensen PH (1994) Identification of 
glutamine and lysine residues in Alzheimer amyloid beta A4 peptide responsible for transglu-
taminase-catalysed homopolymerization and cross-linking to alpha 2M receptor. FEBS Lett 
338:161–6

18.  Schmid AW, Condemi E, Tuchscherer G, Chiappe D, Mutter M, Vogel H, Moniatte M, Tsybin 
YO (2011) Tissue transglutaminase-mediated glutamine deamidation of beta-amyloid peptide 
increases peptide solubility, whereas enzymatic cross-linking and peptide fragmentation may 
serve as molecular triggers for rapid peptide aggregation. J Biol Chem 286:12172–88

19.  De Jager M, van der Wildt B, Schul E, Bol JGJM, van Duinen SG, Drukarch B, Wilhelmus MMM 
(2013) Tissue transglutaminase colocalizes with extracellular matrix proteins in cerebral amyloid 
angiopathy. Neurobiol Aging 34:1159–69

20.  Wang D-S, Uchikado H, Bennett D a, Schneider J a, Mufson EJ, Wu J, Dickson DW (2008) 
Cognitive performance correlates with cortical isopeptide immunoreactivity as well as Alzheimer 
type pathology. J Alzheimers Dis 13:53–66

21.  Zhang W, Johnson BR, Suri DE, Martinez J, Bjornsson TD (1998) Immunohistochemical 
demonstration of tissue transglutaminase in amyloid plaques. Acta Neuropathol 96:395–400

22.  Bonelli RM, Aschoff A, Niederwieser G, Heuberger C, Jirikowski G (2002) Cerebrospinal Fluid 
Tissue Transglutaminase as a Biochemical Marker for Alzheimer’s Disease. Neurobiol Dis 
11:106–110

23.  Jankowsky JL, Slunt HH, Ratovitski T, Jenkins NA, Copeland NG, Borchelt DR (2001) Co-ex-
pression of multiple transgenes in mouse CNS: a comparison of strategies. Biomol Eng 
17:157–65



120 121

24.  Garcia-Alloza M, Robbins EM, Zhang-Nunes SX, Purcell SM, Betensky RA, Raju S, Prada C, 
Greenberg SM, Bacskai BJ, Frosch MP (2006) Characterization of amyloid deposition in the 
APPswe/PS1dE9 mouse model of Alzheimer disease. Neurobiol Dis 24:516–24

25.  Savonenko A, Xu GM, Melnikova T, Morton JL, Gonzales V, Wong MPF, Price DL, Tang F, 
Markowska AL, Borchelt DR (2005) Episodic-like memory deficits in the APPswe/PS1dE9 
mouse model of Alzheimer’s disease: relationships to beta-amyloid deposition and neurotrans-
mitter abnormalities. Neurobiol Dis 18:602–17

26.  Minkeviciene R, Ihalainen J, Malm T, et al (2008) Age-related decrease in stimulated glutamate 
release and vesicular glutamate transporters in APP/PS1 transgenic and wild-type mice. J Neu-
rochem 105:584–94

27.  O’Leary TP, Brown RE (2009) Visuo-spatial learning and memory deficits on the Barnes maze 
in the 16-month-old APPswe/PS1dE9 mouse model of Alzheimer’s disease. Behav Brain Res 
201:120–7

28.  Végh MJ, Heldring CM, Kamphuis W, et al (2014) Reducing hippocampal extracellular matrix 
reverses early memory deficits in a mouse model of Alzheimer’s disease. Acta Neuropathol 
Commun 2:76

29.  Klohs J, Rudin M, Shimshek DR, Beckmann N (2014) Imaging of cerebrovascular pathology in 
animal models of Alzheimer’s disease. Front Aging Neurosci 6:32

30.  Sturchler-Pierrat C, Abramowski D, Duke M, et al (1997) Two amyloid precursor protein 
transgenic mouse models with Alzheimer disease-like pathology. Proc Natl Acad Sci U S A 
94:13287–92

31.  Winkler DT, Bondolfi L, Herzig MC, Jann L, Calhoun ME, Wiederhold KH, Tolnay M, Staufenbiel 
M, Jucker M (2001) Spontaneous hemorrhagic stroke in a mouse model of cerebral amyloid 
angiopathy. J Neurosci 21:1619–27

32.  Vloeberghs E, Van Dam D, D’Hooge R, Staufenbiel M, De Deyn PP (2006) APP23 mice display 
working memory impairment in the plus-shaped water maze. Neurosci Lett 407:6–10

33.  Kelly PH, Bondolfi L, Hunziker D, et al (2003) Progressive age-related impairment of cognitive 
behavior in APP23 transgenic mice. Neurobiol Aging 24:365–78

34.  Schaertl S, Prime M, Wityak J, Dominguez C, Munoz-Sanjuan I, Pacifici RE, Courtney S, Scheel 
A, Macdonald D (2010) A profiling platform for the characterization of transglutaminase 2 (TG2) 
inhibitors. J Biomol Screen 15:478–87

35.  Verhaar R, Jongenelen C a M, Gerard M, Baekelandt V, Van Dam A-M, Wilhelmus MMM, 
Drukarch B (2011) Blockade of enzyme activity inhibits tissue transglutaminase-mediated 
transamidation of α-synuclein in a cellular model of Parkinson’s disease. Neurochem Int 
58:785–793

36.  Jeon WM, Lee KN, Birckbichler PJ, Conway E, Patterson MK (1989) Colorimetric assay for 
cellular transglutaminase. Anal Biochem 182:170–5

37.  Sugimura Y, Hosono M, Wada F, Yoshimura T, Maki M, Hitomi K (2006) Screening for the 
preferred substrate sequence of transglutaminase using a phage-displayed peptide library: iden-
tification of peptide substrates for TGASE 2 and Factor XIIIA. J Biol Chem 281:17699–706

38.  Perez Alea M, Kitamura M, Martin G, Thomas V, Hitomi K, El Alaoui S (2009) Development of 
an isoenzyme-specific colorimetric assay for tissue transglutaminase 2 cross-linking activity. 
Anal Biochem 389:150–6

39.  Calhoun ME, Wiederhold KH, Abramowski D, Phinney AL, Probst A, Sturchler-Pierrat C, 
Staufenbiel M, Sommer B, Jucker M (1998) Neuron loss in APP transgenic mice. Nature 
395:755–6

40.  Stalder M, Phinney A, Probst A, Sommer B, Staufenbiel M, Jucker M (1999) Association of 
microglia with amyloid plaques in brains of APP23 transgenic mice. Am J Pathol 154:1673–84

41.  Lorand L, Conrad SM (1984) Transglutaminases. Mol Cell Biochem 58:9–35
42.  Kuo YM, Kokjohn TA, Beach TG, et al (2001) Comparative analysis of amyloid-beta chemical 

structure and amyloid plaque morphology of transgenic mouse and Alzheimer’s disease brains. 
J Biol Chem 276:12991–8

43.  Kalback W, Watson MD, Kokjohn TA, et al (2002) APP transgenic mice Tg2576 accumulate 
Abeta peptides that are distinct from the chemically modified and insoluble peptides deposited 
in Alzheimer’s disease senile plaques. Biochemistry 41:922–8

44.  Van Vickle GD, Esh CL, Daugs ID, et al (2008) Tg-SwDI transgenic mice exhibit novel altera-
tions in AbetaPP processing, Abeta degradation, and resilient amyloid angiopathy. Am J Pathol 
173:483–93

45.  Timmer NM, Kuiperij HB, de Waal RMW, Verbeek MM (2010) Do amyloid β-associated factors 
co-deposit with Aβ in mouse models for Alzheimer’s disease? J Alzheimers Dis 22:345–55

46.  Jawhar S, Wirths O, Bayer TA (2011) Pyroglutamate amyloid-β (Aβ): a hatchet man in Alzheimer 
disease. J Biol Chem 286:38825–32

47.  Fabian H, Szendrei GI, Mantsch HH, Greenberg BD, Otvös L (1994) Synthetic post-translation-
ally modified human A beta peptide exhibits a markedly increased tendency to form beta-pleated 
sheets in vitro. Eur J Biochem 221:959–64

48.  Kuo YM, Webster S, Emmerling MR, De Lima N, Roher AE (1998) Irreversible dimerization/
tetramerization and post-translational modifications inhibit proteolytic degradation of A beta 
peptides of Alzheimer’s disease. Biochim Biophys Acta 1406:291–8

49.  Kuo YM, Emmerling MR, Woods AS, Cotter RJ, Roher AE (1997) Isolation, chemical charac-
terization, and quantitation of A beta 3-pyroglutamyl peptide from neuritic plaques and vascular 
amyloid deposits. Biochem Biophys Res Commun 237:188–91

50.  Ientile R, Caccamo D, Griffin M (2007) Tissue transglutaminase and the stress response. Amino 
Acids 33:385–94

51.  Heneka MT, O’Banion MK, Terwel D, Kummer MP (2010) Neuroinflammatory processes in 
Alzheimer’s disease. J Neural Transm 117:919–47

52.  Sofroniew M V, Vinters H V (2010) Astrocytes: biology and pathology. Acta Neuropathol 
119:7–35

53.  Guénette SY (2003) Astrocytes: a cellular player in Aβ clearance and degradation. Trends Mol 
Med 9:279–280

54.  Van Strien ME, Drukarch B, Bol JG, van der Valk P, van Horssen J, Gerritsen WH, Breve JJ, 
van Dam A-M (2011) Appearance of tissue transglutaminase in astrocytes in multiple sclerosis 
lesions: a role in cell adhesion and migration? Brain Pathol 21:44–54

55.  Verderio EAM, Johnson T, Griffin M (2004) Tissue transglutaminase in normal and abnormal 
wound healing: review article. Amino Acids 26:387–404

56.  Selkoe D (1991) The molecular pathology of Alzheimer’s disease. Neuron 6:487–498
57.  Attems J (2005) Sporadic cerebral amyloid angiopathy: pathology, clinical implications, and 

possible pathomechanisms. Acta Neuropathol 110:345–59
58.  Mrak RE, Sheng JG, Griffin WS (1996) Correlation of astrocytic S100 beta expression with 

dystrophic neurites in amyloid plaques of Alzheimer’s disease. J Neuropathol Exp Neurol 
55:273–9

59.  Wirths O, Bayer TA (2010) Neuron loss in transgenic mouse models of Alzheimer’s disease. Int 
J Alzheimers Dis. doi: 10.4061/2010/723782

60.  Gundemir S, Colak G, Tucholski J, Johnson GVW (2012) Transglutaminase 2: a molecular 
Swiss army knife. Biochim Biophys Acta 1823:406–19

61.  Fésüs L, Szondy Z (2005) Transglutaminase 2 in the balance of cell death and survival. FEBS 
Lett 579:3297–302

62.  Rock KL, Kono H (2008) The inflammatory response to cell death. Annu Rev Pathol 3:99–126
63.  De Jager M, Boot M V, Bol JGJM, Brevé JJP, Jongenelen CAM, Drukarch B, Wilhelmus MMM 

(2015) The blood clotting Factor XIIIa forms unique complexes with amyloid-beta (Aβ) and 
colocalizes with deposited Aβ in cerebral amyloid angiopathy. Neuropathol Appl Neurobiol. doi: 
10.1111/nan.12244 


